4. matRad (MOT FOR CLINICAL USE!)

RESULT OF ISODOSE MAPS FOR ALL MODELS

Model 1 (Bixel 5x5 mm?, DAO off)

S| SR [0 C
Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep F‘.esult|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 5 O 3D conformal O Run Sequencing
Gantry Angle in® |0 72 144 216 288 7
Couch Angle in ® Gcoooo siochi
Radiation Mode photons o Dose Engine (O Run Direct Aperture Optimization
Machine FrTos v lompMC .. Biological model: T
IsoCenter in [mm] 622 611134 [+] Auto. Scenario Selection: |~
# Fractions 30 Dose Grid Resolutior___use CT grid

Optimized physicalDose Set Tissue alp 5 5 b [rmm]
Objectives & constraints
+- VOl name VOltype OP Robustiness Functien p Parameters el
=1 GTV TARG.. ~| 1 none | SquaredDevi.. 1 |d"™: 60
_- | Stomach | 0AR ~| |2 | |none | |SquaredOver.. ~ | 1 | |d™®: 45
_- | |SmallBowe| 0AR ~||2 | |none | SguaredOver.. »~ || 1 | |d™: 156
_- | LargeBowe QAR ~|| 2 none ~ SquaredOver.. ~ | 1 | |d™*: 30
= Liver OAR ~| 2 none | Squared Over.. 1 | ™ | 42
= Heart OAR ~|| 2 none ~ SquaredOver.. ~ | 1 | [d™: 20
_- | SpinalCord| | QAR ~ | 2| none ~ SquaredOver.. ~ 1 | |d™™: 45
= CcTvV TARG.. ~| | 1| none ~  SquaredDevi.. ~ | 1 | [d™: 60
= PTV TARG.. ~| | 1 ||none || Sauared Devi.. ~ | 1000 |g™; &0 hal
Visualization
slice 4 » | Type of plot intensity | |lateral Qiz e
T (®) plot contour
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(®) plot isolines
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(®) plot iso center

(#) visualize plan/beams
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4. matRad (MOT FOR CLINICAL USE!)

Model 2 (Bixel 6x6 mm?, DAO off)

S| %[0 E0] ¢
Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 6 O 3D conformal O Run Sequencing
Gantry Angle in® |0 72 144 216 288 7
Couch Angle in ® 00000 siochi
Radiation Mode photons v Dose Engine O Run Direct Aperture Optimization
Machine Generic v lompMC ..  Biological model: none
IsoCenter in [mm] 622 61.1 15.4 [+] Auto. Scenario Selection: |
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose v Set Tissue alf 5 5 L [mm]
Objectives & constraints
+- WOl name VOltype OP Robusiness Functien p Parameters el
J GTV TARG.. ~ 1 ||none | SquaredDevi. ~ | 1 | |d™: 60
_-| | Stomach | oAR ~ 2| none ~ SquaredOver.. ~ 1 | |d™®: 45
_- | smallBowe QAR ~|| 2| none | |SquaredOver.. v| 1 | |d™™: |15
_- | LargeBowe QAR ~|| 2| none ~||Squared Over.. v 1 | d™ex: | 30
- || Liver OAR  ~| |2 | |none ~ |SguaredOver.. v~ 1 | |d™™: 42
- || Heart OAR  ~| | 2| none  SquaredOver.. > | 1 | [d™: 20
_- | SpinalCord| | QAR ~|| 2| none ||SquaredOver.. v| 1 | |d™™: |45
= CcTV TARG.. ~| | 1| none ~ SquaredDevi.. ~ | 1 | [d™: 60
= PTV TARG.. ~| | 1| none | Souared Devi.. * 1000 |g™ 60 1
Visualization
Slice b | Typeofplot  |itencity v | |iateral (®)plot €T
(®) plot contour
?e?m.. J:I _P.Ian.g axial w | Open 3D-Vi.. (®) plot dose
(#) plot isolines
Offset Display physica.. ~ _Show DVHIQI () plot isolines labels

Recenter CT Scenario

(®) plot iso center
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(®) visualize plan/beams
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4. matRad (NOT FOR CLINICAL USE!)

Model 3 (Bixel 7x7 mm?, DAO off)

Sl | R |0 R &0 ¢
Workflow matRad is not a medical nroduct! DO NOT DSF IL.CHINICAT 1Y!
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result| =
Load DICOM Recalculate Dose | Export Binary | m at = ) I(
| w
| rt fi Bin... | rt D E rt Di -
mport from Bin mport Dose | xport Dicom | R —
Status: ready for
axial plane z = 14.5 [rmm]
Plan
bixel width in 7 O 3D conformal O Run Sequencing
Gantry Anglein® [0 72 144 216 288 7 283
Couch Angle in ® oo0o000 siochi
Radiation Mode photons o Dose Engine ) Run Direct Aperture Optimization
Machine e v |lompMC .. Biological model: — =211
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose | __SetTissue aip 5 5 5 | [mm] -139
Objectives & constraints
+/-  “Olname VOl type OP Robusiness Function p Parameters 21
-B7
= GTV TARG.. ~ |1 | |none | |Squared Devi.. 1 | d™: |60 =
_- || stomach | oar | 2| none  SguaredOver.. ~ 1 | |d™®: 45 =
- | smallBowe| AR ~ |2 none | SquaredOver.. 1 | d™MEX: |45 5
_- | LargeBowe OAR ~||2 | none ~ |Squared Over.. ~ | 1 ||d™*: 30
= Liver OAR ~|| 2 none | |SguaredOver.. ~ | | 1 | |d™: 42 -
_- || Heart OAR v | 2| |none | SquaredOver.. v | | 1 | |d™*: 20
_- | |SpinalCord| 0AR  ~ | |2  none | Squared Over.. ~| 1 | [d™%: 45
=1 cTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60 149
= PTV TARG.. || 1| none || Souared Devi.. v 1000 |g™': 60 Al
Visualization
Slice 4 | Typeofplot |iiensity | |lateral () plot €T =
- (®) plot contour
Beam _Plane il .| Open3D-Vi.| (® plotdose
; (®) plot isolines 293
Offset | | isplay physica... | Show DVHIGI| () piot isolines labels 253 181 108 37 35 107 179 251 323
(®) plot iso center % [mm]
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4. matRad (NOT FOR CLINICAL USE!)

S| ol | ||| EE

Model 4 (Bixel 8x8 mm?, DAO off)

0 ¢

Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in i} O 3D conformal D Run Sequencing
Gantry Angle in® |0 72 144 216 288 7
Couch Angle in ® 00000 T
Radiation Mode photons o Dose Engine (O Run Direct Aperture Optimization
Machine T o ompMC .. Biological model: T
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||,
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose Set Tizsue alp b 5 b [rnim]
Objectives & constraints
+-  “Olname VOl type OP Robustnezs Function p Parameters =
=1 GTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
_- || Stomach | pAR ~| 2 |none | Squared Over.. ~ 1 | d™EX: | 45
- | SmallBowe| DAR ~|| 2| none | |SguaredOver.. ~ || 1 ||d™*: |15
_- | LargeBowe| OAR ~| |2 none ~ | Squared Over.. ™ 1 | d™=*: 30
= Liver OAR ~| 2| none ~ Squared Over.. ~ 1 | |d™*; 42
1 Heart OAR ~| 2| none  SquaredOver.. ~ 1 | |d™®: 20
_- | |SpinalCord| QAR ~| 2| none  SquaredOver.. ~ 1 | [d™™: 45
=1 cTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
- PTV TARG.. ~| | 1| none || Souared Devi.. ~ 1000 |g™f; 60 il
Visualization
i (®) plot CT
‘?“‘_:e . h »| Type of plot intensity | |lateral
(®) plot contour
S J:I TE axial ~ | Open3D-Vi.| (@ plot dose

Offset J:I Display
Recenter CT Scenario

(®) plot isolines
physica.. ~ _Show DVHIQI () piot isolines labels

(®) plot iso center
(®) visualize planibeams

slice Viewer
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4. matRad (NOT FOR CLINICAL USE!)

S| ol | ||| EE

Model 5 (Bixel 9x9 mm?, DAO off)

0 ¢

Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 9 O 3D conformal D Run Sequencing
Gantry Angle in® |0 72 144 216 288 7
Couch Angle in ® 00000 T
Radiation Mode photons o Dose Engine (O Run Direct Aperture Optimization
Machine T o ompMC .. Biological model: T
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||,
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose Set Tizsue alp b 5 b [rnim]
Objectives & constraints
+-  “Olname VOl type OP Robustnezs Function p Parameters =
=1 GTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
_- || Stomach | pAR ~| 2 |none | Squared Over.. ~ 1 | d™EX: | 45
- | SmallBowe| DAR ~|| 2| none | |SguaredOver.. ~ || 1 ||d™*: |15
_- | LargeBowe| OAR ~| |2 none ~ | Squared Over.. ™ 1 | d™=*: 30
= Liver OAR ~| 2| none ~ Squared Over.. ~ 1 | |d™*; 42
1 Heart OAR ~| 2| none  SquaredOver.. ~ 1 | |d™®: 20
_- | |SpinalCord| QAR ~| 2| none  SquaredOver.. ~ 1 | [d™™: 45
=1 cTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
- PTV TARG.. ~| | 1| none || Souared Devi.. ~ 1000 |g™f; 60 il
Visualization
i (®) plot CT
‘?“‘_:e . h »| Type of plot intensity | |lateral
(®) plot contour
S J:I TE axial ~ | Open3D-Vi.| (@ plot dose

Offset J:I Display
Recenter CT Scenario

(®) plot isolines
physica.. ~ _Show DVHIQI () piot isolines labels

(®) plot iso center
(®) visualize planibeams

slice Viewer
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matRad iz not a medical nrodoet! DO NOT HSF I
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Model 6 (Bixel 10x10 mm?, DAO off)

4. matRad (NOT FOR CLINICAL USE!) — X
S @ RSSO C
LT matRad is not 2 madical nroduct DO NOT USF ILCHINICAL L Y! —
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | SavelKeep Result| =5 dl(fz CANCER RESEARCH CENTER
. g . INTHE HELMHAITT A5 S0C1ATION
Load DICOM Recalculate Dose | Export Binary | m a % &0 I(
| w
Import from Bin... Import Dose | Export Dicom | : : - _ _
Slice Viewer Viewer Options
Status: ready for Data Info:
axial plane z = 14.5 [mm] TTEIEE Sl
] max 1886.4514
Plan Set IsoDose Levels
bixel width in 10 O 3D conformal D Run Sequencing Colorbar & -map:
Gantry Angle in® |0 72 144 216 288 7 283 CT (HU} ~
Couch Angle in * 00000 — 1159 Ibone v
- X X - CT Window Preset
Radiation Mode photons o Dose Engine (O Run Direct Aperture Optimization
Machi Biological model: 211 Custom w
TElLE Generic ~ ompMC ~ iological modet: none Window Center:
IsoCenter in [mm] 527 611134 [+] Auto. Scenario Selection: | d o4
# Fractions 30 Dose Grid Resolutior___use CT grid ~ 1000 Window Width:
- et Tissue alp -139 BN I B (P XIS
Optimized physicalDose Set Tizsue a/p b 5 b [rnim] T
Objectives & constraints 1024 1886
+-  “Olname VOl type OP Robustnezs Function p Parameters = Overlay opacity:
67 4 »
= GTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60 = 3
- = |:| Lock Settings
- | stomach | oar ~| 2| none ~ SquaredOver. ~ 1 | |d™®: 45 = isibi
—_ Structure Visibilty
- | |SmallBowe |oaAR v | 2| none | Squared Over.. v 1 | d™=*: |15 o ~
- | lLargeBowe QAR w2 | |none ~ | | Squared Over... 1 | d™=*: 30 Kidney_R
T T 2 1 max, |42 Kidney_L
= iver OAR ~ none v | Squared Over.. v | a0 77 Stomach
- Heart OAR v~ | 2| none | SquaredOver.. v | | 1 | |d™*: 20 SmallBowel
T . e LargeBowel
_- | |SpinalCord| QAR ~||2 | |none || Sguared Over.. v 1 | d™#: 45 Liver
- cTvV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60 149 Lz
= ‘ = SpinalCord
= PTV TARG.. ~ || 1| none | Sauared Devi.. 1000 4™ &0 Al ¥ CTV
Visualization ¥ Skin
Slice h »| Type of plot intensity | |lateral Q) T =2l - PV
- (®) plot contour
S J:I TE axial ~ | Open3D-Vi.| (@ plot dose -
(®) plot isolines 293 Info
Offset Display physica... | Show DVHIQI (7 plot isolines labels 253 181 -109 37 35 107 179 251 493 "Cleve” v3.1.0
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4. matRad (NOT FOR CLINICAL USE!)

Model 7 (Bixel 5x5 mm?, DAO on)

Sl e | R|R[E B0 ¢
Workflow matRad is not a medical nroduct DO NOT USF ILCHINICAL | Y!
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result| =
Load DICOM Recalculate Dose | Export Binary | m at = ) I(
| w
| rt fi Bin... | rt D E rt Di -
mport from Bin mport Dose | xport Dicom | R —
Status: ready for
axial plane z = 14.5 [mm]
Plan
bixel width in 5 O 3D conformal O Run Sequencing
Gantry Angle in * 0 72 144 216 288 Stratification Levels: T 283
Couch Angle in ® 00000 Sequencer : siochi w
Radiation Mode photons o Dose Engine (®) Run Direct Aperture Optimization
Machine e v |lompMC .. Biological model: — =211
IsoCenter in [mm] 622 611134 || Auto. Scenario Selection: |~ .
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized ohysicalDose v | SetTissue a/f 5 5 5 | [mm] -139
Objectives & constraints
+-  WOlname VOl type OP Robustness Function 1] Parameters =1
67
= GTV TARG.. ~ | 1| none ~ SquaredDevi.. ~ | 1 | |d™: 60 =
_- || stomach | oar ~| 2| none ~ SguaredOver.. ~ 1 | |d™*; 45 =
- | SmallBowe| oAR ~ |2 none | SquaredOver.. -~ 1 | d™MEX: |45 5
_- | LargeBowe OAR ~|| 2 none v |Sguared Over.. w~ | 1 | |d™*: 30
- || Liver OAR  ~ |2 | none | SquaredOver.. ~ | 1 | |d™: 42 77
=1 Heart OAR ~| 2| none ~ SquaredOver.. ~ 1 | |d™*; 20
_- | |SpinalCord| OAR ~| 2| none ~ SquaredOver. ~ 1 | |d™®: 45
=] CTV TARG.. ~| 1 |none | SquaredDevi.. ~ 1 | [d™: 60 149
= PTV TARG.. ~| | 1| none | Sguared Devi.. ~ | 1000 |g™ &0 hd
Visualization
Slice h »| Typeofplot  niensity ~ | |lateral Q) CEET 2l
- (®) plot contour
Beam _Plane axial .| Open3D-Vi.| (® plotdose
(®) plot isolines 293
Offset | | m=play physica... | Show DVHAQI () piot isolines labels 253 181 108 37 35 107 179 251 323
(®) plot iso center % [mm]
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(®) visualize planibeams
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4. matRad (NOT FOR CLINICAL USE!)

S| ol | ||| EE

Model 8 (Bixel 6x6 mm?, DAO on)

0 ¢

Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in [i] O 3D conformal D Run Sequencing
Gantry Angle in® |0 72 144 216 288 Stratification Levels: 7
Couch Angle in ® 00000 Sequencer : e o
Radiation Mode photons o Dose Engine (® Run Direct Aperture Optimization
Machine T o ompMC .. Biological model: T
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||,
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose Set Tizsue alp b 5 b [rnim]
Objectives & constraints
+-  “Olname VOl type OP Robustnezs Function p Parameters =
=1 GTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
_- || Stomach | pAR ~| 2 |none | Squared Over.. ~ 1 | d™EX: | 45
- | SmallBowe| DAR ~|| 2| none | |SguaredOver.. ~ || 1 ||d™*: |15
_- | LargeBowe| OAR ~| |2 none ~ | Squared Over.. ™ 1 | d™=*: 30
= Liver OAR ~| 2| none ~ Squared Over.. ~ 1 | |d™*; 42
1 Heart OAR ~| 2| none  SquaredOver.. ~ 1 | |d™®: 20
_- | |SpinalCord| QAR ~| 2| none  SquaredOver.. ~ 1 | [d™™: 45
=1 cTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
- PTV TARG.. ~| | 1| none || Souared Devi.. ~ 1000 |g™f; 60 il
Visualization
i (®) plot CT
‘?“‘_:e . h »| Type of plot intensity | |lateral
(®) plot contour
S J:I TE axial ~ | Open3D-Vi.| (@ plot dose

Offset J:I Display
Recenter CT Scenario

(®) plot isolines
physica.. ~ _Show DVHIQI () piot isolines labels

(®) plot iso center
(®) visualize planibeams

slice Viewer
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Window Width:
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Range:
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4. matRad (NOT FOR CLINICAL USE!)

S| ol | ||| EE

0 ¢

Model 9 (Bixel 7x7 mm?, DAO on)

Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 7 O 3D conformal D Run Sequencing
Gantry Angle in® |0 72 144 216 288 Stratification Levels: 7
Couch Angle in ® 00000 Sequencer : e o
Radiation Mode photons o Dose Engine (® Run Direct Aperture Optimization
Machine T o ompMC .. Biological model: T
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||,
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose Set Tizsue alp b 5 b [rnim]
Objectives & constraints
+-  “Olname VOl type OP Robustnezs Function p Parameters =
=1 GTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
_- || Stomach | pAR ~ || 2| |none | SquaredOver.. v || 1 | |d™: 45
_- | |SmallBowe| 0AR ~| 2| none  SguaredOver.. ~ 1 | [d™™: 15
_- | LargeBowe| OAR ~| |2 none ~ | Squared Over.. ™ 1 | d™=*: 30
= Liver OAR ~| 2| none ~ Squared Over.. ~ 1 | |d™*; 42
=1 Heart OAR ~| 2 |none | Squared Over.. ~ 1 | d™E: | 20
_-| SpinalCord| |OAR ~| 2| none  SquaredOver.. ~ 1 | [d™™: 45
=1 cTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60
- PTV TARG.. ~| | 1| none || Souared Devi.. ~ 1000 |g™f; 60 il
Visualization
(®) plot CT

Slice LDI Type of plot

e[| e

- O
Recenter CT Scenario

intensity | |lateral

(®) plot contour

axial .| Open3D-Vi.| (® plot dose
(®) plot isolines
physica... | Show DVHIQI (7 plot isolines labels

o &

(®) plot iso center
(®) visualize planibeams

slice Viewer
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matRad iz not a medical nrodoet! DO NOT HSF I
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4. matRad (NOT FOR CLINICAL USE!)

Model 10 (Bixel 8x8 mm?, DAO on)

Sl de | %R [D)EE0O ¢
o E L miatRad iz nat a madical nroduct! DO NOT DSF ILCH INICAT 1Y
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result| = ;
Load DICOM Recalculate Dose | Export Binary | m at 4 ) I(
Import from Bin... Import Dose | Export Dicom | T — 1 LCARA
Status: ready for
axial plane z = 14.5 [mm]
Plan
bixel width in i} O 3D conformal D Run Sequencing
Gantry Angle in® |0 72 144 216 288 Stratification Levels: 7 -283
Couch Angle in ® 00000 Sequencer : siochi o
Radiation Mode photons o Dose Engine (® Run Direct Aperture Optimization
Machine e v |lompMcC .. | Biological model: — =211
IsoCenter in [mm] 627 611134 |+ Auto. Scenario Selection: no.. v
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose v Set Tissue a/p 5 5 5 [mm] -139
Objectives & constraints
+/-  WOlname VOl type OP Robustness Function p Parameters 1
J GTV TARG.. ~| | 1| none | SguaredDevi.. ~ | 1 | [d™: 60 = o
_- || Stomach | AR~ | |2 none | SquaredOver.. -~ 1 | [d"™%: 45 i
_- | |SmallBowe| 0AR ~| 2| none ~ SquaredOver. ~ 1 | [d™®: 15 5
- | |LargeBowe | QAR ~||2 | |none || Sguared Over.. v 1 | d™=*: | 30
=1 Liver OAR ~| 2| none ~ SquaredOver.. ~ 1 | |d™®; 42 27
=1 Heart OAR ~| 2| none ~ SquaredOver.. ~ 1 | |d™®: 20
_- | |SpinalCord| OAR ~| 2| none ~ SquaredOver. ~ 1 | |d™®: 45
=] CTV TARG.. ~| | 1| none | SquaredDevi.. ~ | 1 | [d™: 60 149
= PTV TARG.. ~| | 1| none | |Souared Devi.. ~ 1000 |g™!: 60 Al
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4. matRad (NOT FOR CLINICAL USE!)

Model 11 (Bixel 9x9 mm?, DAO on)

C e |G B0 €
Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 9 O 3D conformal O Run Sequencing
Gantry Angle in * 0 72 144 216 288 Stratification Levels: T
Couch Angle in ® oo0o000 Sequencer : siochi o
Radiation Mode photons o Dose Engine (®) Run Direct Aperture Optimization
Machine Generic | lompMC .~ Biological model: none
IsoCenter in [mm] 627 611154 [+] Auto. Scenario Selection: |~ .
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDoge v Set Tissue alf 5 5 5 [rmm]

Objectives & constraints

+-  WOlname VOl type OP Robustness Function 1] Parameters |
1 GTV TARG.. ~| |1 none * |Squared Devi.. 1 | d™": |60
_- | Stomach | OAR v || 2| |none | SquaredOver.. v || 1 | |d™%: 45
- | |SmallBowe| OAR  ~| 2 | none ~ SquaredOver.. ~ | 1 | |d™*: /15
_- | LargeBowe OAR ~|| 2 none v |Sguared Over.. w~ | 1 | |d™*: 30
1 Liver OAR ~||2 | |none ~||SquaredOwver.. ~|| 1 | |d™: 42
|| Heart DAR v~ | 2| none | SquaredOver.. ~| | 1 | |d™: 20
_- | |SpinalCord| OAR ~| 2 |none | Squared Over.. ~ 1 | d™EX: | 45
— cTv TARG.. ~|| 1 ||none | SquaredDevi.. v || 1 | |d™ 60
= PTV TARG.. ~| | 1| none | |Souared Devi.. ~ 1000 |g™!: 60 Al
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4. matRad (NOT FOR CLINICAL USE!)

Model 12 (Bixel 10x10 mm?, DAO on)

Sl de | %R [D)EE0O ¢
Workflow
Refresh | Load *.mat data | Calc. Dose Influe... Optimize | Save/Keep Result|
Load DICOM Recalculate Dose | Export Binary |
Import from Bin... Import Dose | Export Dicom |
Status: ready for
Plan
bixel width in 10 () 3D conformal (_) Run Sequencing
Gantry Angle in® |0 72 144 216 288 Stratification Levels: 7
Couch Angle in ® 00000 Sequencer : e o
Radiation Mode photons o Dose Engine (® Run Direct Aperture Optimization
Machine Generic o ompMC .. Biological model: none
IsoCenter in [mm] 627 611134 [+] Auto. Scenario Selection: ||,
# Fractions 30 Dose Grid Resolution___use CT grid
Optimized physicalDose v Set Tissue alp 5 5 5 [rrm]
Objectives & constraints
+/-  WOlname VOl type OP Robustness Function p Parameters 1
-] GTV TARG.. ~| | 1| none | SguaredDevi.. ~ | 1 | [d™: 60
_- || Stomach | pAR ~ || 2| |none | SquaredOver.. v || 1 | |d™: 45
_- | |SmallBowe| 0AR ~| 2| none  SquaredOver.. ~ 1 | [d™™: 15
_- | LargeBowe| OAR ~ |2 none | Sguared Over.. 1 | d™=: 30
|| Liver DAR v | 2| none | SquaredOver.. v | | 1 | |d™*: 42
=1 Heart OAR ~| 2 |none | Squared Over.. ~ 1 | ™ | 20
_- | |SpinalCord| OAR ~| 2 |none | Squared Over.. ~ 1 | d™eX: |45
= CTV TARG.. ~| | 1| none | SguaredDevi.. ~ | 1 | [d™: 60
- PTV TARG.. ~| | 1| none | |Souared Devi.. ~ 1000 |g™!: 60 il
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