‍Submission Template for Authors
Instructions/Template for Preparing Manuscript for 
‍Submissions Template for Authors
Letter to the Editor
Instructions/Template for Preparing Manuscript for Journal of Biomedicine and Translational Research

Analysis Interaction of Immunoglobulin G and Immunoglobulin A Against PstS1 as a Basis Specimen Selection for M. tuberculosis Rapid Test Diagnostic Agent
Short Running Title: Interaction IgG and IgA against PstS1
Dear Editor,

We wish to submit an original research for consideration by Journal of Biomedicine and Translational Research. We confirm that this study is original and has not been published elsewhere, nor is it currently under consideration for publication elsewhere. We believe that the findings presented in our paper will provide benefits in the health field, especially in tuberculosis and can be a consideration for the development of sero-diagnosis in tuberculosis. The following is a brief description of our paper:
< Introduction: Diagnosis of TB in is a challenges for health workers due to the difficulty of diagnosis which reaches 90%. Antigen-based diagnostic tests have received special attention recently because of their high potency. One of them is the development of non-sputum-based diagnostic. Ag38-recombinant or PstS1 is an immunodominant epitope and was shown to be able to trigger the appearance of IgG and IgA antibodies. both of which can recognize epitope complexes from PstS1. So that, a comparison will be made between the binding of immunoglobulin G and immunoglobulin A to PstS1 in silico. These results will represent how the prediction of bonding performance occurs such as sensitivity, specificity, accuracy of IgG and IgA, so that comparisons between the two can be known and can be used as the basis for developing a diagnostic kit for M. tuberculosis.
< Case: Diagnosis of TB in is a challenges for health workers, because it has paucibacillary properties, then the symptoms that appear are usually non-specific and there are many limitations to existing diagnostic tests (Nkereuwem et al., 2021; Tebruegge et al., 2015; Hendon et al., 2016). This is due to the difficulty of diagnosis which reaches 90% (Dodd et al., 2017). The main problem with is the difficulty of identifying infected individuals due to the paucibacillary nature of M. tuberculosis bacteria and also the limited sensitivity of tests (WHO, 2022). In some case, some studies suggested that antibodies have possibility play protective role in at least a proportion of otherwise healthy individuals who have a history exposure of M. tuberculosis (Watson et al., 2021) Using commercial serological tests for active TB have a poor accuracy in endemic setting (Awoniyi et al., 2017). Sero-diagnosis is applicable in many infectious diseases such as hepatitis, AIDS etc. But no successful sero-diagnosis methods have been commercialized for TB based on M. tuberculosis antigen-specific IgG responses (Baumann et al., 2014; Chen et al., 2015) or IgA responses. Antigen-based diagnostic tests have received special attention recently because of their high potency. One of them is the development of non-sputum-based diagnostic tests such as blood, urine, feces and saliva which have also been prioritized by the world health organization (WHO, 2021). From this case, the authors tried to evaluate in silico docking between the PstS1 protein which is known to be an immunogenic protein and humoral antibodies, in this case using IgG and IgA. It is hoped that these results can be used as a basis for the development of antigen-antibody-based serodiagnosis for tuberculosis
< Conclusion: The docking of IgG and IgA against the Ag38-rec protein showed that the most likely and ideal binding was between IgG and protein PstS1 protein. These results are based on the docking score, confident score and RMSD. The Ramachandran plot also shows that testing on this model has a good protein structure. The results of this test show the value of the most favored regions with a good G-factor. The structural quality of the IgG and Ag38-rec anchorage 3D models met the ideal anchorage requirements.
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